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Potential Mechanism of Chinese Medicine Treatment from
Relationship Between COVID-19 and Intestinal flora

GAO Huan'® WANG Wenxiao' ZHANG Qiao' LI Jiajia'
YUE Shijun' TANG Yuping'
(1. Shaanxi University of Chinese Medicine ,Shaanxi Xianyang 712046, China;
2. Xingyuan Hospital of Yulin,Shaanxi Yulin 719000, China)

Abstract: COVID-19 is still rampant around the world, and no specific drug has been developed for it. At the begin-
ning of the epidemic,China actively adopted Chinese medicine treatment for COVID-19 patients, with remarkable results.
A large amount of clinical evidence shows that COVID-19 patients generally have intestinal flora disorder, which is related
to poor prognosis,and effective intervention of intestinal flora can improve their clinical symptoms to a certain extent. Tra-
ditional Chinese medicine (such as Jinhua Qinggan Granule, Lianhua Qingwen Granule ( capsule) ,Xuebijing Injection,
Qingfei Detox Decoction , Maxing Shigan Decoction) has been proved to be safe and effective in the treatment of COVID-19
by clinical practice,,while the traditional Chinese medicine commonly used in the formula,such as Licorice , Honeysuckle,
Scutellaria baicalensis, and Astragalus membranaceus, have certain regulatory effects on intestinal flora, immune system
and angiotensin converting enzyme 2. More importantly, Qingfei Jiedu Decoction, Maxing Shigan Decoction and Xuebijing
Injection have been proved to regulate intestinal flora. It is suggested that intestinal flora may be an important “target” for
the prevention and treatment of COVID-19 and its complications by traditional Chinese medicine.
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