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Abstract. Objective To explore the components and mechanism of Zhongyan Yifei Jiedu Decoction in the prevention
and treatment of COVID-19 based on network pharmacology and molecular docking. Methods TCMSP database was used
to search the main components and targets of Zhongyan Yifei Jiedu Decoction ; Cytascape constructs drug-active component-
target network diagram;The same target protein of Zhongyan Yifei Jiedu Decoction and COVID-19 was analyzed for GO
function enrichment and KEGG pathway enrichment; Molecular docking was used to study its binding activity. Results

Zhongyan Yifei Jiedu Decoction screened 176 potential active ingredients and 280 corresponding targets,69 of which were
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closely related to diseases;The enrichment analysis of target pathway showed that Zhongyan Yifei Jiedu Decoction mainly

concentrated on viral infection and inflammatory signal pathway. Conclusion Zhongyan Yifei Jiedu Decoction may have po-

tential preventive and therapeutic effects on COVID-19 through anti-inflammation and anti-virus.

Key words: Zhongyan Yifei Jiedu Decoction ; Network pharmacology ; COVID-19 ;Chinese herbal ; Molecular docking
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